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16S rDNA PCR - RALP anayss and numerica taxonomy for rhizobia
Isolated from Trifolium , Crotalaria and Mimosa
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(1. College of Biologicd Sciences, China Agricutura University , Beijing 100094 ,China;
2. College of Southwest Forestry ,Kunming 650024 ,China)

Abstract Sxty - seven stransisolated from the root nodues of Tiifolium, Crotdaria and Mimosain comparison with
18 reference strains were andysed by 16S rDNA PCR - RALP. At the smilarity level of 80 %, the examined strans
were shown to belong to Bradyrhizobium , Agrobacterium , Mesorhizobium , Rhizobium and Snorhizobium. The tested
56 strans and 14 reference strains were dso studed by numericad taxonomy. Sx clusters were formed at the smilarity
level of 84 %, among which there are three new dusters, cluster , cluster and duster , in which there are no
recognized type strains. Auster induds stran of Bradyrhizobium japonicum , cluster incduds two type strains of
species of Rhizobium ,cluster  might be Agrobacterium. The results showed that these examined strains distributed in
many rhizobid genera, showing a great dversty of rhizobia symhioses with above mentioned legumes. We ds0 ds
covered that dow growers and moderate dow growers of rhizobia form symbioss with Trifolium , dow growers with
Mimosa and fast growers with Crotdaria .
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