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Study on Adhesion Ability of Lactic Acid Bacteria to the Colonic
Adenocarcinoma Cell Line HT -29

Li Pinglan Yang Hua Zhang Chi
(College of Food Science, China Agricultural University, Beijing 100094, China)

Abstract 24 strains of lactic acid bacteria, including 11 strians of Bifidobacterium, 10
strains of Lactobacillus and 3 strains of Cocci, were selected and their adhering abilities to
colonic adenocarcinoma cell line HT-29 were tested individually in vitro. The results showed
that the mean adhesive levels (organisms/cell) of Bifidobacterium, Lactobacillus and Cocci to
cell line HT-29 were 10. 5, 3.2 and 2. 3 respectively. The most highly adhering strian in
Bifidobacterium to cell line HT-29 was B. bifidum 02 and the adhering level was 18.442.7;
the most highly adhering strain in Lactobacillus was L. acidodophilus 99101 and adhering
level was 10. 241. 8. In addition, the different strains in the same species expressed various
adhering capacities, and no obvious difference in adhering abilities were observed between
the lactic acid bacteria which belongs to the same genus from faeces of pig and human.
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02 PR XU #F 8 Bifidobacterium bifidum ANEEGE 18.0+2.7
205 W B HF B B. bifidum 1 10.8+0.9
18-2 BB 4T B B. bifidum A ¥fE 5.841.8
22-5 KW B B. longum ANZEFE 14.6+1.0
204 KW FFE B. longum 1 10.7+1.8
203 KX AT 8 B. longum AHE 8.7+1.1
S-BD I AFE B. breve A¥%E 14.941.1
11-4 FHE B B. adolescentis AZEFE 5.54+2.3
8-B622 WIS FF 8 Bifidobacterium sp. HERE 10.94+2.6
6-B634 W8 Bifidobacterium sp. WEME 10.3+2.0

16-B632 W B Bifidobacterium sp. WEE 5.44+1.7
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9101 M A FFE Lacrobacillus acidophilus AFEfE 10.241.8
La B ILITHE L. acidophilus ANXE 3.841.6
A WERRFLIF B L. acidophilus ANER 1.9+1.2
99106 TEFAFE L. casei ANFEE 1.040. 6
99108 TFEBIAFE L. casei AN 0.640.5
L17 B PATE L. crispatus k@ 1.640.6
R-21-1 I B Lactobacillus sp. WE 1.440.4
M-21-4 B Lacrobacillus sp. ¥imE 7.5+0.4
R-17-3 H¥W B Lactobacillus sp. HIME 0.6+0.3
R-5-4 AN E Lactobacillus sp. BI¥EME 3.6%+1.3
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99203 ¥ BIRE Enterococcus faecalis ANBE 3.2%0.4
R-21-3 BBk Enterococcus sp. - aE -y 2.3+0.3
R-21-4 B3k B Enterococcus sp. BIEM 1.4+0.5
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